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Illumina Pipeline 1: Biased SequencesIllumina Pipeline 1: Biased Sequences
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Illumina Pipeline 2: Biased CompositionIllumina Pipeline 2: Biased Composition
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Repeat Mapping DatabaseRepeat Mapping Database
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Repeat Mapping Database
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Quantitation NormalisationQuantitation - Normalisation



Quantitation Beware OutliersQuantitation – Beware Outliers
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Quantitation ClusteringQuantitation - Clustering

1 3

7 8 9

2
J1 11.5 13.5 16.5 J1 11.5 13.5 16.5 J1 11.5 13.5 16.5 J1 11.5 13.5 16.5 J1 11.5 13.5 16.5

10 11 12

J1 11.5 13.5 16.5

4
J1 11.5 13.5 16.5

5
J1 11.5 13.5 16.5

6
J1 11.5 13.5 16.5 J1 11.5 13.5 16.5 J1 11.5 13.5 16.5 J1 11.5 13.5 16.5



AcknowledgementsAcknowledgements
Felix Krueger * Stefanie SeisenbergerFelix Krueger 
Anne Segonds-Pichon *
Laura Biggins

Stefanie Seisenberger
Gabi Ficz
Miguel Brancogg

Steven Wingett Manuel Diaz-Munoz
Cameron Osborne

www bioinformatics bbsrc ac uk/projects/www.bioinformatics.bbsrc.ac.uk/projects/

@babraham_bioinf


